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SN I FAZ 2 miR-1285-3p
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[HZE] BB KM RNA-1285-3p (microRNA-1285-3p, miR-1285-3p ) 7EliZ R 4 S0 a] ML S Az A i b Y 2k K Hil
R, Ak EEC2017 4F 7 H—2021 4F 3 AZERBEISIA 146 IS BEE I % (Iigsal ) , Horhs thasisk
Z4( latent tuberculosis infection, LTBI )i # 85 14l LTBIZH ), 1 szt 2 active pulmonary tuberculosis, APTB )i # 615 APTB4H ),
NN TR AR 146 6] 4] . RS2 982 & PCR ( real-time fluorescence quantitative PCR, gqRT-PCR ) {46 i
W A g B 2H P 40 P miR-1285-3p 3Kk /K 5 2R A ELISA y&I5E MM 7% TNF-o, IL-1B /K F; 2R H Pearson 4347 APTB £
HHAZANNE T miR-1285-3p Fih /K55 M TNF-a, IL-1B K F-HAHSCH:; SR ROC MHZETPTAN A% 40 miR-1285-3p FiksK
FiLW APTB M. 53R  IS5Z 4 SAZ AN miR-1285-3p FRAKCPALTFEFAL, 1MiE TNF-o, IL-1p ACF= FHERA (P
1<0.05) . APTB 204 PR ANAE P miR-1285-3p F kKK T LTBI 4, 1M1 TNF-a, IL-1B 7K FHF LTBI 4 (P #< 0.05) .
APTB 4 F % A% 400 miR-1285-3p kK V-5 TNF-a., IL-1B R GAIE (43510 —0.588., —0.569, P #< 0.05) . Bz
g miR-1285-3p 7K Ei2 W1 APTB 1 AUC 7 0.859 (95%CI: 0.795 ~ 0.923) , #MIE R 0.56, ICATHUREE R 81.2%, SRR
88.5%. £5it g% B HE SN M A% AN miR-1285-3p kK- 1, APTB fH3 miR-1285-3p Fik/KF FiHEH:, HHY
TNF-o, IL-1B S4B FAHSE, M AZ AN miR-1285-3p Rik/K AR FIGIKISTR APTB., AR ITSS 0wt A
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[Abstract] Objective To explore the expression of microRNA-1285-3p (miR-1285-3p) in peripheral blood monocytes of
patients with pulmonary tuberculosis and its clinical significance. Methods A total of 146 pulmonary tuberculosis patients diagnosed
and treated in our hospital from July 2017 to March 2021 were selected as the pulmonary tuberculosis group, including 85 patients with
latent tuberculosis infection (LTBI) (LTBI group) and 61 patients with active pulmonary tuberculosis (APTB) (APTB group), and 146
patients with normal physical examination results during the same period were included in the healthy group. The expression level of
miR-1285-3p in monocytes of pulmonary tuberculosis group and healthy group was detected by real-time fluorescence quantitative
PCR (qRT-PCR). ELISA method was used to measure the levels of serum TNF-o and IL-1. Pearson method was used to analyze the
correlation between the expression level of miR—1285-3p in monocytes of APTB patients and the level of serum TNF—-a and IL-13. ROC
curve was used to assess the value of miR-1285-3p expression level in monocytes for the diagnosis of APTB. Results The expression
level of miR—1285-3p in monocytes in the pulmonary tuberculosis group was lower than that in the healthy group, and the levels of
TNF-a and IL-1p in serum were higher than those in the healthy group (P << 0.05). The expression level of miR—1285-3p in monocytes
of patients in the APTB group was lower than that in the LTBI group, and the levels of TNF—a and IL-1B in serum were higher than
those in the LTBI group (P << 0.05). The expression level of miR-1285-3p in monocytes of patients in the APTB group was negatively
correlated with TNF-a and IL-1P (r=-0.588 and -0.569, respectively, P << 0.05). The AUC of miR-1285-3p level in monocytes for
diagnosing APTB was 0.859 (95%CI: 0.795-0.923), and the cut—off value was 0.56. At this time, the sensitivity was 81.2% and the
specificity was 88.5%. Conclusions The expression level of miR—1285-3p in peripheral blood monocytes of pulmonary tuberculosis
patients is down—regulated, the expression level of miR—1285-3p in APTB patients is obviously down-regulated, and it is related to
TNF-a, IL-1B and other inflammatory factors. Determining the expression level of miR—1285-3p in monocytes is conducive to the
clinical diagnosis and treatment of APTB and the evaluation of the progression degree of pulmonary tuberculosis.

[Key words] pulmonary tuberculosis; microRNA-1285-3p; monocyte; diagnosis; latent tuberculosis infection; TNF-a; active
pulmonary tuberculosis; IL-1f
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bR e HE . HAl, AU E N IS
FLARE 5 30 RNA 3B, MTB Jg. fj
RER A K Y. WFFE R, /) RNA-1285-
3p (microRNA-1285-3p, miR-1285-3p) 7F Jif 55 4iE
SUPERP b SRR, HORT BB AT 5 M S0 SE
R, eSS gt Y. 54k, MTB R A
MG, HUART A R RIE T, S SN FE
SERIRER R P EEAEA Y, H A B
MTB JE s 1 55— B B4k, ARG 1 S S A
B N A i R PR EEE A Y (H A AN miR-
1285-3p KV 5 il A% e e i & A5 2 i AN B
R, ASBIFFEAURI 25 E miR-1285-3p 7141 i
BRI RGN, AT HS SRR e
(I AE S K 2 W APTB RO, LA R PPAR it
EZ B ENTE . APTB i2IRIRILS K P .

1 MR57G%

11 X% BEEL2017 4E 7 H—2021 4F 3 A &w R
O T AR BT SRR O IR Y 146 {91l 45 A% R A
YRR S (g #d) , Hp s 80 #il, &
66 fiil; 4FH4 28 ~ 60 %, AL (43.22+10.63)
%, B KR 48 5 (body mass index, BMI) &
(17.11 ~ 24.89) kg/m’, -3 BMI 2y (20.93+2.86)
kg/m’. Hvh LTBI % 85 {4l (LTBI41) , APTB
B 61 ) (APTB 4H) . ik B[R] 39 f e 1A 46 &
146 FIHE T BEAFSE (fgtRR4) , o, 55 82 i,
4 64 il A% 28 ~ 60 %, SFHIAERY (43.89£10.76)
% BMIly (17.23 ~ 25.04) kg/m’, % BMI K
(21.05£2.94) kg/m’, H R KA K WFH, M.
JF B DIRESEHE PRI %, TO R . e R .
R Sl R . 4ER. BMI L2 71
TG EE L (P> 0.05) , W1,

*1 BRASMEZEA—MTHILE s
Table 1 Comparison of general data between healthy
group and pulmonary tuberculosis group(x=+s)

2151 n B4 (pl) F# (%) BMIkgmd)
i FREZH 146 82/64 43.89+10.76  21.05+2.94
JiiEA% 20 146 80/66  43.22+10.63  20.93+2.86
Xt fE 0.055" 0.535 0.354
P 0.814 0.593 0.724

e o*ox i

1.2 A HEBRARUE DI ABRE: OIFZ5 R H
e A7 I NEP g 1 DL RE S PNl il A7
Wibrifi; @ LTBI & : v- THRBHGLE K L5
BRI 2R 20 AT A e B B, S S A
. AE A BT, TCASRIER; O APTB
BEZBDWRLT 245 AiEsEict. 5%
VORI RR G 0 BRI = 1 R B S5 8% E e R

@EZTEERMATOR. HERRME: O/ I HCV 45
PP ERGE @B IFHARIRIIRE T, SRPEEh A
Wi OB I CRE VNG BRI Mg
@A R Lot 2y ES 5A
WHoE, HARAG ORFERET) , FERE
TR G2ttt
1.3 ik
1.3.1 bRAldE R SAESMAEI 6 ~ Tml,
SRy, — A AT F R BUEE, L Ficoll i 4
M5y 2 (P8900, Jbi &K ERHLARAFD
Gy B AR AL AU M, S i CD14" e g 2k
(130-093-166, 7% [ Miltenyi 2\ 6] ) 5 B 4% 44
MRS, 4 CWEE 20 ~ 25 min, i A sh#iZk s
AL CautoMACS™ Pro SeparatorS, 7 [E Miltenyi
A ik CD14™ kil 55—, ERTF
e 25 min, SrESHIIE GEE: 4500 r/min, 2
A% 8em, IFF]: 5min) , AT -70°CUK4E .
1.3.2 miR-1285-3p KKK PRI SR I 3L 1) 2%
Y& 7 PCR (real-time fluorescence quantitative PCR,
qRT-PCR) ¥ 4 I 5 #% 4fi g " miR-1285-3p 3%
ik 7K . fifi ] miR-Neasy Mini Kit (217004, £
QIAGEN A Al i 7] & 4l $2 CD14" P 4% 41 iy
i M RNA J5, % H TagMan™ MicroRNA Reverse
Transcription Kit (4366597, 3£ [ Invitrogen 7y
Al ) & % RNA & it cDNA,  fifi /i TagMan
MicroRNA Assays £ 51" (4440888, ¢ [# Invitrogen
NT)) K qRT-PCR % (7500 Fast, 35 ABI /\E])
47 QRT-PCR M 2. N & & (20 pb) : cDNA
2 pl, TagMan Universal PCR Master Mix 10 pl,
TagMan Small RNA Assay 1 pl, ddH,O 7 pl; S v 5%
. 97 CHIAEM: 4 min; 96 “C7AEPE 455, 62 ‘CiBk
15's, 40 MEFF. LLU6 N2, KA 2°°CT %
144 miR-1285-3p £ kK F-o
1.3.3 TNF-a, IL-1B K-FAGI R H ELISA 45
Il TNF-o. IL-1B 7K, 4354 IE TNF-a ELISA i,
M & (KET6032, M EFERHLAMRAFD | IL-1B
ELISA i # & (DLR-IL1b-Hu, JC% 1 % k4%
RIEARTALA T B 434 TNF-a. IL-1B Y
FRUERE SRS W, A FR I (CLARIOstar Plus,
PEE BMG 22D I8 Fr i % T 450 nm Kb 1Y
WGRE, 23l TNF-o, IL-18 FrfE Rl 2. [Ff
Wy, W HWOCEE, 454 TNF-a. IL-1B (R
HEEETRE, TS TNF-a. IL-1B K-,
1.4 SiitsEabse  (fFH SPSS 25.0 B E s .
REA LA A0 FREVERHM s 0%, 2 ALHCERA
MSTREA K5 (BT 2255) o THECRORLA (%)
Fon, 2 HBIDURE R x° K. APTB %5
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1% 4 il miR-1285-3p £ ik K-V 5 TNF-a. IL-1B
AH MR H Pearson AH /0 #1411 ffd ' miR-
1285-3p 3235 /KX APTB 142 i ¢ {8 % F ROC
HHZITAl . P < 0.05 FRERAGIFE L.

2 & B

2.1 feRE2H 5 4 A 4H PR 4 i TP miR-1285-3p
eI i TNF-a, IL-1B K- HeEE  SI@RELAAR L,
iz 1 2H A A0 P miR-1285-3p kK 4RI,
175 TNF-a, IL-1B KFH% R (P 1< 0.05) ,
3 2.

®2 BRASHMEZAERZAMF miR-1285-3p K &
TNF-a. IL-1B /K FLEB (x+s)

Table 2 Comparison of miR-1285-3p levels in monocytes
and serum TNF-a and IL-1P between healthy group and
pulmonary tuberculosis group(x=s)

2H 5 n miR-1285-3p TNF-o(ng/L) IL-1B(ng/L)
e FEH 146 1.04+0.35 10.0143.45 0.85+0.29
il 146 0.53£0.17  25.65+8.74 1.48+0.50
tfE 15.837 20.112 13.170
P1ii 0.000 0.000 0.000

2.2 SIS B AR miR-1285-3p
Je 3% TNF-a IL-1B KFHe4% 5 LTBIZH HR,
APTB 21 B B 401 rf miR-1285-3p Fih /K V44
%, I3 TNF-a., IL-1B KE3%8 (P3<0.05) ,
W 3.

R3 FRIZEBFGE % EE BZH A miR-1285-3p K I
& TNF-0. IL-1B 7K EELE (x£s)

Table 3 Comparison of miR-1285-3p levels in monocytes
and serum TNF-a and IL-1f of patients with different
types of pulmonary tuberculosis(x+s)

215 n  miR-1285-3p  TNF-a(ng/L)  IL-1B(ng/L)
LTBI 4 85 0.68+0.24 18.43+6.16 1.17+£0.39
APTB 4 61 0.32+0.11 35.72+12.23 1.91+0.60
RN 10.914 11.212 9.026
P1i 0.000 0.000 0.000

2.3 A% Y0 o miR-1285-3p % ik K E 5 I
TNF-a. IL-1B 7K *F A9 A & 4 Pearson 7% 43 7
25 R WoR, APTB 20 /8 & B 4% 240 ffd b miR-1285-
3p & 5 7K °F 5 Il ¥ TNF-a. IL-1p &£ i AH ¢
Gr %% 3 R -0.588, -0.569, P ¥ < 0.05) ,

UL T ~ 20 fd e 2H B 40 B miR-1285-3p
%3k K F 5 I3 TNF-o. IL-1p TG B 5 AH 6
(r 4y 31k -0.106. -0.074, P # > 0.05) .

LTBI 40 # # 1% 40§ o miR-1285-3p % ik /K
5 TNF-a. IL-18 JoBH B AH G G 439
J1-0.171, -0.195, P> 0.05) , WE 3 ~6.

r=-0.588, P=0.000
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2.4 U4 miR-1285-3p ik /K Xt APTB
02 Wi i (R 98 APTB 41 5 LTBI 41 /) miR-
1285-3p FiA/K 200 ROC gk, WK 7. #kzdn
i miR-1285-3p 7KF-12r APTB i AUC A 0.859

(95%CI: 0.795 ~ 0.923) , #MWrfEH 0.56, 2%
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miR-1285-3p KKK FFEAL, miR-1285-3p 1] i it
SHOCHE R 255 ), 520 NF-xB 3l B4 5 57 %,
PHT TNF-o 55 RE K 72238, 1 17 8 il 235 4% 9 34
AR RV, ARJCHLEIA FR2s A SRk S
UESZ. MAh, A% 40 miR-1285-3p 2 Wt APTB (¥
AUC 75 0.859, 4 miR-1285-3p X} #iAH < 0.56 i,
APTB & 4= XU 3, #2785 miR-1285-3p X} APTB
A—E LW E, I5E A% A0 miR-1285-3p Kk
AR TG R 4 5] APTB.
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RN, APTB 485 A% 40+ miR-1285-3p
A K5 TNF-a. IL-1B £ 27, #2758 miR-
1285-3. TNF-a.. IL-1B A AE b [A] 5% Wi APTB 55 4%
i, miR-1285-3 A] figid i 5 A AL H 455,
S NF-«B AHOC(E 545, JH75 TNF-a, IL-1B %
ik, HEMITE APTB Gy W 2 B ARAE W ik 7 v &
FEAERT, (H LR ATR ABFFEIESE

AR FAFAE — A ZAb: DK HE miR-
1285-3p. TNF-a. IL-1B B4 IHEA 126 APTB [
Wr{l: @KRIE ARSI miR-1285-3p 7£ APTB H1 1)
HARMERMLEH; @HA/ N RNA 217 APTB 1972
SN R, @OARVFFEREA AR, 5K
FEAS, 456 3T N2 7 i T30, ik
PG APTB Wizl 1 .

Zi L, g s A A% 20 miR-1285-
3p F kK F FH, APTB 3 miR-1285-3p ik
AETFHEE, HHYS TNF-o. IL-18 5 R 5% K F
A, W5 SAAZ LM P miR-1285-3p Feik /K -4 F
Fifi K2 APTB. ALtz %5 i R R .
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