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[Abstract] Objective To provide the scientific evidence for effective prevention and controlling measures of AIDS by getting
information of the cluster characteristics of CRFO1-AE subtype recombinant strains in newly diagnosed HIV-1 infected men who have
sex with men (MSM) in Harbin. Methods The epidemiological and demographic information of newly diagnosed HIV-1 infected MSM
in Harbin in 2017 were collected. The CRFO1-AE subtype sequence was analyzed in cluster by using DNA sequencing and genotyping
technology. Results A total of 108 CRFOI-AE subtype sequences were acquired. According to the criteria of defining a cluster with
gene distance < 0.045 and Bootstrap = 90%, 15 transmission clusters were obtained, of which only 1 cluster consisted of 10 sequences.
The age, permanent residence, number of sexual partners, sexual orientation, marital status, history of venereal disease were statistically
significant between non—clustering group and clustering group (P << 0.05). Conclusions CRFO1-AE subtype recombinant strain is
the dominant transmission strain among MSM infected by HIV—-1 in Harbin, and it has strong clustering potential. In the prevention and
control of AIDS, we should pay great attention to the unmarried, sexually active young and middle—aged people and the people closely
related to the infected MSM.
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Figure 1 Phylogenetic tree of HIV-1 infectors when gene
distance was < 0.045
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Table 2 Demographic and epidemiological characteristics
of clustered samples
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