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[Abstract] Objective To explore the effect of amniocentesis on the risk of intrauterine fetal infection in pregnant women with
HBYV and provide scientific guidance for prenatal diagnosis. Methods A total of 504 pregnant women with HBV admitted in Qingdao
Women and Children’s Hospital from January 2015 to January 2019 were included in the study. One hundred and twenty—six pregnant
women who underwent amniocentesis were allocated in the observation group and the other 378 pregnant women without amniocentesis
were taken as the control group. At different expression levels of HBeAg, load of HBV DNA, bleeding amount during puncture,
qualifications and experience of operators, the intrauterine fetal infection rates between 2 groups were compared. Results The total
incidence of intrauterine fetal infection in 504 pregnant women with HBV was 4.17% (21/504), that in observation group was 7.14%
(9/126) and that in the control group was 3.17% (12/378). When HBeAg(+) and HBV DNA > 1.0x10 cps/ml co—existed, the incidence
of intrauterine fetal infection in the observation group was 15.38% (6/39) and 70.00% (7/10) respectively, which were significantly higher
than that in the control group (P < 0.0.5). When HBeAg(-) and HBV DNA between 1.0x10° c¢ps/ml and 1.0x10” cps/ml co—existed, the
incidence of intrauterine fetal infection between 2 groups showed no significant difference (P> 0.05). In addition, the incidence of fetal
intrauterine infection after amniocentesis had no significant difference among puncture bleeding, doctors’s experience and delivery mode
(P >>0.05). Logistic regression analysis showed that HBeAg(+), HBV DNA load > 1.0x10 c¢ps/ml and amniocentesis were risk factors
for intrauterine infection in pregnant women with HBV. Conclusions HBeAg, HBV DNA load > 1.0x10’ cps/ml and amniocentesis
are risk factors for intrauterine infection in pregnant women with HBV. When HBeAg(+) and HBV DNA > 1.0x10 cps/ml co—exist in
pregnant women with HBV, amniocentesis may increase the risk of intrauterine fetal infection. HBeAg status and HBV DNA load in
pregnant women with HBV should be evaluated before prenatal diagnosis to determine whether amniocentesis is performed.
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Table 1 General data of pregnant women with HBV
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Table 2 Intrauterine infection rate of fetus under different
HBY serological conditions[ % (cases)]

Pl HBeAg(-) HBeAg(+)
MELL 3.44(3/87) 15.38(6/39)
X HRZH 2.28(6/263) 5.22(6/115)
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P 0.551 0.041

2.5 Z#I0K[A HBV DNA #i 5 G L E NI
W 2R HBV DNA #di40 < 1.0x10° eps/ml
10x10° ~ 1.0x10" cps/ml, > 1.0x10" cps/ml 3 4. 7E
HBV DNA < 1.0x10° cps/ml [ 22 tdh, W54
FXF R 3 Te iR )L & AR B NG 7F HBV DNA
1.0x10° ~ 1.0x107 cps/ml [ 22 1, WL 5% 40 F0



fEguRfE R 2019468 30 H 45324 454  Infect Dis Info, Vol. 32, No. 4, August 30, 2019 <357 -

PR NG LS IR R AT, 2RISR
X (P> 0.05) ; {E HBV DNA > 1.0x10" cps/ml (]
ZEgArh, WS B IR )L E IR 70.00%, B
TR 21.62%, 22 A ST L (P < 0.05),
B 24221 HBV DNA > 1.0x107 cps/ml B, 2 Jit s
SERIAR AT BRHG G L N ERe i K A AU, L3R 3

%3 AFE HBVDNAHESBILERNEER (% (F) ]
Table 3 Intrauterine infection rate of fetus under
different HBV DNA loads[ % (cases)]
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Table 4 Intrauterine infection rate of fetus under
different delivery modes[ % (cases)]
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Table 5 Logistic regression analysis results

ESES p o FRAER Wald i P OR 95%CI
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