+ 304 - LYupsfEE 20194E8 30 H 45324 45 41 Infect Dis Info, Vol. 32, No. 4, August 30, 2019

EREY . RINEERIHSEN SRR

T 48, W&, &EH, XA

[AE] HEMEYRAEERER, REROMES RS, R ANRER A FEE B R BiEfsvEynT LR
A AR S I S R L A, SETTFE P S i 2 Fp A ) e . P OSSR o AR BRI . AR SCUA B A9k
KA, GER T BRI SR i 2 AP BRI A W X, DL E A X LR B A, A B Bl TR AL
TR

[ KR WiEMAEY; UGB, g

[FEBEBERNSES] R37; R730.1

DOI: 10.3969/j.issn.1007-8134.2019.04.004

[ XEkPRERD] A [XEHS ] 1007-8134(2019)04-0304-04

Advanced research of intestinal microbes and
epigenetic modification, and tumor prevention and treatment

HE Nan, MA Jing, QIAN Mei-rui, WU Kai—chun"
State Key Laboratory of Cancer Biology, Xijing Hospital of Digestive Diseases, Air Force Military Medical University, Xi’an 710043,
China
*Corresponding author, E—mail: kaicwu@fmmu.edu.cn
[Abstract] Intestinal microbes are the largest and most complex micro—ecological system in the human body and play an
important role in regulating human health. Intestinal microbes can regulate related signaling pathways and epigenetic modifications,
and accordingly promote or inhibit the growth, expansion and metastasis of various tumor. This article focuses on intestinal microbes,
reviews 2 ways of directly regulating intestinal microbes (fecal microbiota transplantation and probiotics), and investigates the influence
of intestinal microbes on epigenetic modification, thus providing new strategies for tumor prevention and treatment.
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